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APPLICANT: DEROSE, Richard 

CHAUBET , Nicole 

GIGOT, Claude (deceased) 

TITLE OF INVENTION: ISOLATED DNA SEQUENCE CAPABLE OF SERVING AS REGULATORY 

ELEMENT IN A CHIMERIC GENE WHICH CAN BE USED FOR THE 

TRANSFORMATION OF PLANTS 

FILE REFERENCE: 022650-453 

CURRENT APPLICATION NUMBER: 10/023,839 

CURRENT FILING DATE: 2001-12-21 

PRIOR APPLICATION NUMBER: EARLIER APPLICATION NUMBER: US/09/000,062 
PRIOR FILING DATE: EARLIER FILING DATE: 1998-05-29 
PRIOR APPLICATION NUMBER: EARLIER APPLICATION NUMBER: 
PRIOR FILING DATE: EARLIER FILING DATE: 1995-07-19 
NUMBER OF SEQ ID NOS : 22 
SOFTWARE: Patentln Ver . 2.0 
SEQ ID NO: 1 
LENGTH: 1713 
TYPE: DNA 

ORGANISM: Zea mays 
SEQUENCE: 1 
aatcaatttc acacaggaaa 
atccggcggc ggcagcggcg 
ccatcaagga gatctggggc 
tcctcctact cgccgccctg 
aggatgtcca ctacatgctc 
aaggtcccaa aagagctgta 
aagaggaagt gcagctcttc 
ctgttactgc tgctggtgga 




cagctatgac catgattacg aattcgggcc cgggcgcgtg 
gcggcggtgc aggcgggtgc cgaggagatc gtgctgcagc 



caagtcgctt tccaaccgga 
tgataacctg ctgaacagtg 
tctctctgtc gaagcggaca 
gttcccagtt gaggatgcta 
aatgcggcca ttgacagcag 
tggagtacca agaatgaggg 



agcgtcaagc tgccggggtc 
tccgagggga caacagtggt 
ggggccttga ggactcttgg 
cttgttggct ctggtggaaa 
ttggggaatg ctggaactgc 
aatgcaactt acgtgcttga 
agagacccat tggcgacttg gttgtcggat tgaagcagct tggtgcagat gttgattgtt 
tccttggcac tgactgccca cgtgttcgtg tcaatggaat cggagggcta cctggtggca 
aggtcaagct gtctggctcc atcagcagtc agtacttgag tgccttgctg atggctgctc 
ctttggctct tggggatgtg gagattgaaa tcattgataa attaatctcc attccgtacg 
tcgaaatgac attgagattg atggaccgtt ttggtgtgaa agcagagcat tctgatagct 
gggacagatt ctacattaag ggaggtcaaa aatacaagtc ccctaaaaat gcctatgttg 84 0 
aaggtgatgc ctcaagcgca agctatttct tggctggtgc tgcaattact ggagggactg 900 
tgactgtgga aggttgtggc accaccagtt tgcagggtga tgtgaagttt gctgaggtac 960 
tggagatgat gggagcgaag gttacatgga ccgagactag cgtaactgtt actcccccac 1020 
cgcgggagcc atttgggagg aaacacctca aggcgattga tgtcaacatc aacaagatgc 1080 
ctgatgtcgc catgactctt gctgtggttg ccctctttgc cgatggcccg acagccatca 1140 
gagacgtggc ttcctggaga gtaaaggaga ccgagaggat ggttgcgatc cggacggagc 1200 
taaccaagct gggagcatct gttgaggaag ggccggacta ctgcatcatc acgccgccgg 1260 
agaagctgaa cgtgacggcg atcgacacgt acgacgacca caggatggcc atggccttct 1320 
cccttgccgc ctgtgccgag gtccccgtca ccatccggga ccctgggtgc acccggaaga 1380 
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47 ccttccccga ctacttcgat gtgctgagca ctttcgtcaa gaattaataa agcgtgcgat 1440 

48 actaccacgc agcttgattg aagtgatagg cttgtgctga ggaaatacat ttcttttgtt 1500 

49 ctgtttttct ctttcacggg attaagtttt gagtctgtaa cgttagttgt ttgtagcaag 1560 

50 tttctatttc ggatcttaag tttgtgcact gtaagccaaa tttcatttca agagtggttc 1620 

51 gttggaataa taagaataat aaattacgtt tcagtgaaaa aaaaaaaaaa aaaaaaaaaa 1680 

52 aaaaaaaaaa aaaaaaaaaa aacccgggaa ttc 1713 



54 <210> SEQ ID NO: 2 

55 <211> LENGTH: 1340 

56 <212> TYPE: DNA 

57 <213> ORGANISM: Zea mays 

58 <220> FEATURE: 

59 <221> NAME/KEY: CDS 

60 <222> LOCATION: (6).. (1337) 

61 <400> SEQUENCE: 2 
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ccatg gcc ggc gcc gag gag ate gtg ctg cag ccc ate aag gag ate tec 
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147 <210> SEQ ID NO: 3 

148 <211> LENGTH: 444 

149 <212> TYPE: PRT 

150 <213> ORGANISM: Zea mays 

151 <400> SEQUENCE: 3 
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Asp Asp 


His 


Arg 


Met 


Ala 


Met 


Ala 


Phe 


Ser 


Leu 


Ala 


Ala 


Cys 


Ala 


Glu 




203 












405 










410 










415 






204 




Val 


Pro 


Val 


Thr 


He Arg Asp 


Pro 


Gly 


Cys 


Thr 


Arg 


Lys 


Thr 


Phe 


Pro 




205 










420 










425 










430 








206 




Asp 


Tyr 


Phe 


Asp 


Val 


Leu 


Ser 


Thr 


Phe 


Val 


Lys 


Asn 












207 








435 










440 




















209 


<210> 


SEQ 


ID NO: 4 




























210 


<211> 


LENGTH : 


1340 




























211 


<212> 


TYPE: DNA 






























212 


<213> 


ORGANISM: Zea mays 


























213 


<220> 


FEATURE 
































214 


<221> 


NAME/KEY: CDS 




























215 


<222> 


LOCATION: (6) . . 


(1337) 
























216 


<400> 


SEQUENCE: 4 






























217 




ccatg gcc ggc gcc gag gag ate gtg ctg cag ccc ate aag gag ate tec 


50 


218 






Ala Gly Ala Glu Glu He Val Leu Gin Pro He Lys Glu He Ser 




219 








1 








5 








10 








15 




220 




ggc 


ace 


gtc 


aag 


ctg 


ccg 


ggg 


tec 


aag 


teg 


ctt 


tec 


aac 


egg 


ate 


etc 


98 


221 




Gly 


Thr 


Val 


Lys 


Leu 


Pro 


Gly 


Ser 


Lys 


Ser 


Leu 


Ser 


Asn 


Arg 


He 


Leu 




222 












20 










25 










30 






223 




eta 


etc 


gcc 


gcc 


ctg 


tec 


gag 


ggg 


aca 


aca 


gtg 


gtt 


gat 


aac 


ctg 


ctg 


146 


224 




Leu 


Leu 


Ala 


Ala 


Leu 


Ser 


Glu 


Gly 


Thr 


Thr 


Val 


Val 


Asp 


Asn 


Leu 


Leu 




225 










35 










40 










45 








226 




aac 


agt 


gag 


gat 


gtc 


cac 


tac 


atg 


etc 


ggg 


gcc 


ttg 


agg 


act 


ctt 


ggt 


194 


227 




Asn 


Ser 


Glu 


Asp 


Val 


His 


Tyr 


Met 


Leu 


Gly 


Ala 


Leu 


Arg 


Thr 


Leu 


Gly 




228 








50 










55 










60 










229 




etc 


tct 


gtc 


gaa 


gcg 


gac 


aaa 


get 


gee 


aaa 


aga 


get 


gta 


gtt 


gtt 


ggc 


242 


230 




Leu 


Ser 


Val 


Glu 


Ala 


Asp 


Lys 


Ala 


Ala 


Lys 


Arg 


Ala 


Val 


Val 


Val 


Gly 




231 






65 










70 










75 












232 




tgt 


ggt 


gga 


aag 


ttc 


cca 


gtt 


gag 


gat 


get 


aaa 


gag 


gaa 


gtg 


cag 


etc 


290 


233 




Cys 


Gly 


Gly 


Lys 


Phe 


Pro 


Val 


Glu 


Asp 


Ala 


Lys 


Glu 


Glu 


Val 


Gin 


Leu 




234 




80 










85 










90 










95 




235 




ttc 


ttg 


ggg 


aat 


get 


gga 


ate 


gca 


atg 


egg 


tec 


ttg 


aca 


gca 


get 


gtt 


338 


236 




Phe 


Leu 


Gly 


Asn 


Ala 


Gly 


He 


Ala 


Met 


Arg 


Ser 


Leu 


Thr 


Ala 


Ala 


Val 




237 












100 










105 










110 






238 




act 


get 


get 


ggt 


gga 


aat 


gca 


act 


tac 


gtg 


ctt 


gat 


gga 


gta 


cca 


aga 


386 


239 




Thr 


Ala 


Ala 


Gly 


Gly 


Asn 


Ala 


Thr 


Tyr 


Val 


Leu 


Asp 


Gly 


Val 


Pro 


Arg 




240 










115 










120 










125 








241 




atg 


agg 


gag 


aga 


ccc 


att 


ggc 


gac 


ttg 


gtt 


gtc 


gga 


ttg 


aag 


cag 


ctt 


434 


242 




Met 


Arg 


Glu 


Arg 


Pro 


He 


Gly 


Asp 


Leu 


Val 


Val 


Gly 


Leu 


Lys 


Gin 


Leu 




243 








130 










135 










140 










244 




ggt 


gca 


gat 


gtt 


gat 


tgt 


ttc 


ctt 


ggc 


act 


gac 


tgc 


cca 


cct 


gtt 


cgt 


482 


245 




Gly 


Ala 


Asp 


Val 


Asp 


Cys 


Phe 


Leu 


Gly 


Thr 


Asp 


Cys 


Pro 


Pro 


Val 


Arg 
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RAW SEQUENCE LISTING ERROR SUMMARY DATE; 05/01/2002 

PATENT APPLICATION: US/10/023,839 TIME: 11:59:47 

Input Set : N:\Crf3\RULE60\10023839.raw 
Output Set: N:\CRF3\05012002\J023839.raw 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 
Seq#:l; Line(s) 4 
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VERIFICATION SUMMARY DATE: 05/01/2002 

PATENT APPLICATION: US/10/023 , 839 TIME: 11:59:47 

Input Set : N:\Crf3\RULE60\10023839.raw 
Output Set: N:\CRF3\05012002\J023839.raw 

L:12 M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE : YYYY-MM-DD 
L:15 M:256 W: Invalid Numeric Header Field, Wrong Prior FILING DATE : YYYY-MM-DD 
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